Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.105; data-to-parameter ratio = 16.7.
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Comment
Isoxazoles and their derivatives are key intermediates for the preparation of products which mimics natural compounds (Baraldi et al., 1987) . They have long been targeted in synthetic investigation for their known biological activities and pharmacological properties such as antiviral (Lee & Kim, 2002) , anticonvulsant (Eddington et al., 2002) , anti-inflammatory (Ko et al., 1998) , and anti-bacterial activity (Kang et al., 2000) . Also, varied pharmacological and chelating properties are associated with benzimidazole derivatives and pyridine (Sbai et al., 2003 , Desai & Desai, 2006 , Boros et al. 2006 ). Thus it is expected that the association of benzimidazole and pyridine moiety with the isoxazole system would affect significantly the biological and complexing properties.
The molecule is built up from fused six and five-membered rings linked together to a five-membered isoxazole ring and to six-membered pyridine ring through a CH 2 chain (Fig. 1 ). The fused ring system is essentially planar, with maximum deviation of -0.008 (2) and -0.019 (1) Å for atoms C4 and C12 respectively. It forms interplanar angles of 70.03 (7)° with the isoxazole ring and 81.68 (7)°t with the pyridine ring. These two last rings are also planar with maximum deviation from the mean planes being 0.0028 (15) at C1 and 0.0047 (12) at N4 for the isoxazole and the pyridine ring respectively.
There is a a weak intermolecular non classical C-H···N hydrogen bond linking the molecules to form a chain parallel to the (Table 1 , Fig. 1 ). Weak intramolecular hydrogen bonds C-H···N may be responsible for the conformation of the molecule (Fig. 1 , Table 1 ).
Experimental
To a solution of 3-((1H-benzimidazol-2-yl)methyl)-5-methylisoxazole (0.85 g, 4 mmol) in DMF (20 ml) was added (0.60 g, 4.4 mmol) of K2CO3. The mixture was stirred for 10 min at rt, and then 2-(chloromethyl)pyridine hydrochloride (0.72 g, 4.4 mmol) was added to the mixture. The reaction mixture was stirred at room temperature for 24 h. whereupon a white solid was deposited. The solid was filtered off, and the filtrate was concentrated under reduced pressure. The residue was subjected to a column chromatography (silica gel, hexane/ethyl acetate, 7:3, v/v) to give 5-methyl-3-((1-(pyridin-2-ylmethyl)-1H-benzimidazol-2-yl)methyl)isoxazole as a white crystal in 65% yield (0.79 g).
Refinement
All H atoms were fixed geometrically and treated as riding with C-H = 0.96 Å (methyl), 0.97 Å (methylene) or 0.93 Å (aromatic) with U iso (H) = 1.2U eq (aromatic, methylene) or U iso (H) = 1.5U eq (methyl). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0107 (6) 0.0143 (6) N2 0.0487 (7) 0.0438 (7) 0.0433 (7) 0.0026 (5) 0.0050 (5) 0.0042 (5) N3 0.0491 (7) 0.0372 (6) 0.0381 (6) 0.0050 (5) 0.0062 (5) 0.0019 (5) N4 0.0572 (7) 0.0463 (7) 0.0355 (6) 0.0096 (6) 0.0050 (5 (7) C8 0.0718 (12) 0.0661 (11) 0.0664 (11) −0.0091 (9) 0.0321 (9) −0.0011 (9) C9 0.0516 (10) 0.0804 (12) 0.0689 (11) −0.0106 (9) 0.0216 (9) −0.0147 (10) C10 0.0481 (9) 0.0634 (10) 0.0520 (9) 0.0048 (7) 0.0063 (7) −0.0097 (8) C11 0.0475 (8) 0.0354 (7) 0.0419 (8) 0.0058 (6) 0.0100 (6) −0.0044 (6) C12 0.0575 (9) 0.0478 (8) 0.0337 (7) 0.0062 (7) 0.0068 (6) −0.0024 (6) C13 0.0392 (7) 0.0435 (8) 0.0306 (7) 0.0010 (6) 0.0067 (5) 0.0019 (6) 
